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Multiplex PCR
(1X} PCR)

PCR A1} 2ol

SLHRIOA o B

2xPCR, BHEN, 7 5%

s

SR AE L BFRD

= [

J7 1. By M3 22 2 el

== | I_I-O

O npolei~Ad WA @ diH 9 A=A HLHRNA, DNA) S FE3] 34 AA

— =FHrlo]g] A : Real time RT—PCR, Conventional PCR, Sequence analysis
— ZEplo]g 4 ELISA, Conventional PCR, Sequence analysis
— o}d|:=nlo]# A : ELISA, Conventional PCR, Sequence analysis

— o}~EFgnfolg| A AlEnfo]E A Conventional PCR, Sequence analysis

O 434 HLA  giwlelA #AHRNA, DNA)S F3E38to] §-42F HAA

— olAoldu}, HEHR S ZL 9l I x5 AFEAE : Real time PCR



=] = 790l 102702
HAMEE FRYRFEde] 11370%

B 1. 28 A 8 ¥
g% %Hé 27 18 28 338 48 58 638 728 838 9% 108 118 129
2 A 987 95 86 102 57 99 70 102 82 98 68 71 57
SaUEFEE 713 73 69 69 40 70 47 82 64 74 47 43 35
T0|ERY S 2t 271 22 17 33 17 29 23 20 18 24 21 25 22
BF At A0t 3 0 0 0 0 0 0 0 0 0 0 3 0
B2 ¥4 4Ad 4 &7
bq A3 A 4i1l B 10~ 20~ 30~ 40~ 50~ 60~  70AM|
5 <l 0|5t M 19M  29M  39Ml  49M|  59M  69M  O|&
2 A 987 243 102 49 27 17 29 97 194 229
STUEFEE 713 240 102 49 27 17 23 37 44 174
20[8HH L1} 271 0 0 0 0 0 6 60 150 55
BFAEe 0k 3 3 0 0 0 0 0 0 0 0
O|BZ - HEd - WX2 - olual - MZ - ZXE - o|Xd 243



O 9 A A= s

AA 987A& AASE A¥ 11579 HYA7F BEEo AFES 11.7%

Ga, 9 AEES 7900 20.6%, 69, 20.0%, 8€ 17.1% +=° 2 =gron nlo]g] A4

AN [e)
WA= AA 94978 AR A9, 8719 WA FElHe] HEES 9.2%% 1, €
HAEELS 2900 25.0%, 5€°l 15.3%, 19 13.2% 22 ALY B4 2 HEES

=
B3l 4578 ¥dA= A ﬂl 16378 AR A3t 1229 A7 2o =3l (G 3).

E 3. 2E A HE ©E

wan - ¥ A 1@ 2m sm 4% 58 e¥ 7@ o¥ om 108 1@ 128
& d&ds 203 22 25 24 10 24 16 27 18 14 6 6 11
S. Typhi %= S. Paratyphi 0 0 0 0 0 0 0 0 0 0 0 0 0
Salmonella spp. 55 7 2 6 0 1 3 10 12 8 2 3 1
EHEC 0 0 0 0 0 0 0 0 0 0 0 0 0
Pathogenic ETEC 0 0 0 0 0 0 0 0 0 0 0 0 0
£ col EPEC 30 1 1 1 0 5 6 7 2 4 2 1 0
EIEC 1 0 0 0 1 0 0 0 0 0 0 0 0
DA 31 1 1 1 1 5 6 7 2 4 2 1 0
Shigella spp. 0 0 0 0 0 0 0 0 0 0 0 0 0
M2 ) paranaemolyticus o 0 0 0O 0 0 O O 0 0 0 0 0
Campylobacter spp. 4 1 0 0 0 0 1 2 0 0 0 0 0
S. aureus 8 0 1 3 1 0 0 1 0 0 0 1 1
B. cereus 11 1 0 0 2 2 4 0 0 0 0 0 2
C. perfringens 6 0 0 2 0 1 0 1 0 0 0 0 2
L. monocytogenes 0 0 0 0 0 0 0 0 0 0 0 0 0
Y. enterocolitica 0 0 0 0 0 0 0 0 0 0 0 0 0
Mo HE8s 115 10 4 12 4 9 14 21 14 12 4 5 6
Norovirus 60 9 13 M 5 12 0 2 3 0 0 0 5
Group A Rotavirus 2 2 0 0 0 0 1 0 1 1 1 0
IOl Adenovirus 0 2 0 0 1 0 1 0 0 1 0 0
2 AL Astrovirus 10 1 4 1 0 1 1 1 0 1 0 0 0
Sapovirus 0 0 0 0 1 1 1 1 0 0 0 0
HO|[HA AEHS 87 12 20 12 5 15 2 6 4 2 2 1 5
C. parvum 1 0 0 0 1 0 0 0 0 0 0 0 0
E. histolytica 0 0 0 0 0 0 0 0 0 0 0 0 0
& C cayetanensis 0 0 0 0 0 0 0 0 0 0 0 0 0
G. lamblia 0 0 0 0 0 0 0 0 0 0 0 0 0
S A8 1 0 0 0 1 0 0 0 0 0 0 0 0
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O A A A= 9%
A A HeA HEES 5~9417F 20.9%% 7HF =3kom, 44 o3} 18.3%, 60
14.8%, 10}, 70A|°]% 11.3%, 20t} 8.7%, 50t} 7.8%, 40t} 6.1%, 30t 0.9% == =3k
. A5 vloly g WA AEES 44 ©l87F 57.5%, 5~94] 18.4%, 60t 8.0% =2
F0a. mREafe] g A, ZERo] Y A, ofd|imnfo] B A 5 5F ulo] Y A B 44 o] fell A 71
ol A4S (F D).
B 4. AZE Mod A HE ©E
) Pl A 4Aj| 5~ 10~ 20~ 30~ 40~ 50~ 60~ 70AM
HIAX o[st  9Al 19M 29M|  39Ml  49M  59MI  69M| Ol
Z =eldse 203 71 40 16 12 1 8 13 24 18
S. Typhi == S. Paratyphi 0 0 0 0 0 0 0 0 0 0
Salmonella spp. 55 11 17 10 7 0 1 5 4 0
EHEC 0 0 0 0 0 0 0 0 0 0
. ETEC 0 0 0 0 0 0 0 0 0 0
Zfﬁ’gﬁen’c EPEC 30 sTTTETT o 4 s e
EIEC 1 0 0 0 0 0 0 0 1 0
DA 31 5 5 2 1 0 4 2 6 6
Shigella spp. 0 0 0 0 0 0 0 0 0 0
Mt V. parahaemolyticus 0 0 0 0 0 0 0 0 0 0
Campylobacter spp. 4 0 0 1 0 1 0 0 2 0
S. aureus 8 3 2 0 2 0 1 0 0 0
B. cereus 11 2 0 0 0 0 1 1 4 3
C. perfringens 6 0 0 0 0 0 0 1 1 4
L. monocytogenes 0 0 0 0 0 0 0 0 0 0
Y. enterocolitica 0 0 0 0 0 0 0 0 0 0
Mg 2elds 115 21 24 13 10 1 7 9 17 13
Norovirus 60 36 11 2 1 0 1 3 4 2
Group A Rotavirus 8 2 2 1 1 0 0 1 1 0
Hto| | Adenovirus 5 3 2 0 0 0 0 0 0 0
HA | Astrovirus 10 7 0 0 0 0 0 0 2 1
Sapovirus 4 2 1 0 0 0 0 0 0 1
Hio| A HEHS, 87 50 16 3 2 0 1 4 7 4
C. parvum 1 0 0 0 0 0 0 0 0 1
E. histolytica 0 0 0 0 0 0 0 0 0 0
= C. cayelanensis 0 0 0 0 0 0 0 0 0 0
G. lamblia 0 0 0 0 0 0 0 0 0 0
As dEds 1 0 0 0 0 0 0 0 0 1
O|FZ& - F8d - #¥ix[2 - o|ud - MZE - ZXZE - O|XY 245



AAFA 107) 74 & 28 H9A1= 67) o5 115700)g9lem, At dlelyt 5571 (47.8%),

WAt gt 312 (27.0%), vHEF22 A2 1171(9.6%), S E =S 871 (7.0%),

S2AEYF HIHAA 61 (G.2%), ZEZ2EH TS 44 (3.5%) 0] AEH RS HAA WA+
317de WA = A 4 (EPEC) 3071 (96.8%), A543t 44+ (EIEC) 171(3.2%)
o2 eSS (1™ 2).

o

S. aureus C.- perfringens
7.0% 5.2%

Campylobacier spp.
3.5%

B. cereus
9.6%

d8 2. Mdd S3AME HEE

O Hiolei~d A A

=
A VA 5% = B9 HAAE= 55 8770)1gloH, =& ufo]#l A 6071 (69.0%), o} AER
Hlol 2l A 107 (11.5%), ZERFo] el A 871(9.2%), ot x=nlo] &) A 571 (5.7%) , A} vfo] 2] A

47 (4.6%) ©] AE% . =Zufol e A FHAAE 2 GIL 5571, G 530 AEHAS (17 3).

Sapoviru:

4.6%

Adenovirus
5.7%

Group A Rotavirus

J8 3. Hpol2{Aayd EEAME HEE



O el &84 WA

27t 203F 7hd A O 315, ARt 55575 o R 1752 A <
st YAS A S, WA &S Ampicillin 65 (17.6%), Ampicillin/Sulbactam 55+

(14.7%), Cefalotin 47(11.8%) 52 W/d-& UeERN . AR et Nalidixic acid 175
(32.1%), Ampicillin 55°(9.4%), Cefalotin 55(9.4%) 2] Wd& e, B o2

9F 2] Ao AR ekt 2 1052 Al 15 o) W= Yehila (GE 5).

E 5 TUNE HWHE

U | SHNE WS E
A <4 S A (2FX}) HAMLHAF(n=31) &2zt (n=55)

Penicillin Ampicillin (AM) 6 (17.6%) 5 (9.4%)

Ampicillin/Sulbactam (SAM) 5 (14.7%) 3 (5.8%)
B —Lactam

Amoxicillin/Clavulanic Acid(AMC) 3 (8.8%) 0 (0.0%)

Cefalotin(CF) 4 (11.8%) 5 (9.4%)

Cefazolin(CZ2) 4 (11.8%) 4 (7.5%)
Cephems Cefotetan(CTT) 1 (2.9%) 0 (0.0%)
(parenteral) Cefoxitin (CFT) 3 (8.8%) 0 (0.0%)

Cefotaxime(CTX) 1 (2.9%) 4 (7.5%)

Ceftriaxone(CRO) 0 (0.0%) 4 (7.5%)
Carbapenems Imipenem (IPM) 0 (0.0%) 0 (0.0%)
Phenicol Chloramphenicol(C) 0 (0.0%) 5 (9.4%)

Gentamicin(GM) 0 (0.0%) 1 (2.0%)
Aminoglycosides

Amikacin (AN) 0 (0.0%) 0 (0.0%)

Nalidixic acid(NA) 2 (6.0%) 17 (32.1%)
Quinolones

Ciprofloxacin (CIP) 0 (0.0%) 0 (0.0%)
Tetracycline Tetracycline(TE) 5 (14.7%) 5 (9.4%)
Antifolate agents Trimethoprim/Sulfamethoxazole (SXT) 0 (0.0%) 0 (0.0%)

O|5= - Hed - #¥X|2 - olu2l - MYl - =XHE - O|XE 247
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O A oAl W A2 HAdTe B9 315 T 247 (77.4%) 7F WS ERA
dom, 152 FAA ] 15(3.2%), 352 FAA N 25(6.5%), 652 FAA 25
(6.5%), 7%, 8% FAA - 2+ 157(3.2%) 7} WS Ve, Ardelte 555 5
365 (65.5%) 7F @A WS yehiA] ekskem, 152 Aol 145(25.56%), 752
FAA A 1F(1.7%), 8F2 A 45(7.3%) 7} WS JeRIS (% 6).

H 6. HEME YA CH UWLE

A O LIS E

He gan = WAL YT AL 7
(n=31) (n=55) (n=86)
0 24 (77.4%) 36 (65.5%) 60 (69.8%)
1 1 (3.2%) 14 (25.5%) 15 (17.5%)
2 0 (0.0%) 0 (0.0%) 0 (0.0%)
3 2 (6.5%) 0 (0.0%) 2 (2.3%)
4 0 (0.0%) 0 (0.0%) 0 (0.0%)
5 0 (0.0%) 0 (0.0%) 0 (0.0%)
6 2 (6.5%) 0 (0.0%) 2 (2.3%)
7 1 (3.2%) 1 (1.7%) 2 (2.3%)
8 1 (3.2%) 4 (7.3%) 5 (5.8%)
9 0 (0.0%) 0 (0.0%) 0 (0.0%)
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